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Project summary: 
The plant-specific ULTRAPETALA1 (ULT1) protein is a versatile chromatin switch required for proper reproductive  
transition and flower development. We initially characterised it, by a developmental genetics approach, as 
antagonist of the Polycomb (PcG) Repressive Complex 2 (PRC2). More recently, using genome-wide, 
interactomics and biochemistry approaches, we also revealed a PRC2 cofactor function for ULT1.  
The Master student will contribute to the investigation of this novel role, using molecular genetics to assess 
to which extent ULT1 and PRC2 effects on gene regulation are mutually dependent. For this, he/she will analyse 
a set of plant lines (combining gain- and loss-of-functions, among which some CRISPR-induced), for : 
- Developmental phenotypes, including histology for flower morphogenesis 
- Expression of key target genes, using RT-qPCR and RNA in situ hybridization 
- Chromatin binding and mark analyses, using ChIP-qPCR (for PRC2 binding and H3K27me3 repressive marks). 
We are seeking candidates with a strong interest in epigenetics regulation of development and with some 
expertise in chromatin biology and molecular genetics. Knowledge on the Arabidopsis thaliana plant model 
isn’t a pre-requisite. 
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