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Project summary: 
The LEAFY transcription factor is a master floral regulator in angiosperms. Its activity is required to trigger the 
formation of flowers and their patterning in concentric whorls of organs. The specification of whorls of petals 
and stamen requires the local induction of the so called B-genes. For this LFY acts in synergy with the F-Box 
protein called UFO. The general goal will be to study the structure and the function of this molecular complex 
(LFY-UFO-DNA) combining biochemistry, structural biology and plant genetics/genomics. We are also 
interested in the evolution of this complex and we will analyze whether is can also form using proteins from 
algae of mosses. 
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