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Description of the project 

LFY is a transcription factor considered as the master regulator of flower development. Several of its functions 
are intimately dependent on a member of an ubiquitin ligase complex called UFO. We are currently 
characterizing LFY and UFO biochemical interactions in vitro, as well as in yeast or in plant protoplast expression 
systems. The aim of this project is to integrate these data in an in vivo context. The protoplast expression 
system will be used as a rapid tool to test a wide variety of mutant versions of LFY and/or UFO, fused to 
fluorescent proteins, for molecular interaction (by FRET, BiFC and/or CoIP) and subcellular localization. The 
most interesting constructs will be used to develop transgenic plant lines, to explore in vivo regulations of 
expression. A theoretical background in (plant) development and in molecular genetics is recommended but 
not compulsory. 
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