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Description of the project (aims, experimental techniques, recommended background): 

The aim of the project is to identify interaction domains between two components of Trithorax and 
Polycomb complexes, which act antagonistically on chromatin regulation. 
Chromatin dynamics plays a major role in regulating genome usage for developmental outputs. We 
previously showed that the SAND domain-containing protein ULTRAPETALA1 (ULT1) is involved in 
stem cell fate in plants1 and acts as a Trithorax factor. It activates the expression of a large panel of 
developmental genes in a manner antagonistic to the chromatin repressive Polycomb factor CURLY 
LEAF (CLF) 2-4. CLF is the enzyme homologous to the human Ezh2 that methylates Histone 3 on lysine 
27 (H3K27me3 repressive mark) 5. The internship project will contribute to our quest for the 
molecular mechanism through which ULT1 counteracts CLF function. To this aim, the student will 
work on recombinant proteins in order to (i) characterize ULT1-CLF physical interaction domains (ii) 
assay ULT1 effect on CLF activity, and will (iii) analyse CLF function in plant cells with modified ULT1 
expression. 
 
A background in molecular biology and biochemistry is recommended. Interest in protein purification 
and interaction assays will be appreciated. Knowledge in plant biology isn’t a pre-requisite. 
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